Moyamoya disease (MMD) is a chronic steno-occlusive cerebrovascular disorder characterized by progressive stenosis of the terminal internal carotid artery (ICA) and/or its proximal branches, typically accompanied by an abnormally thin and fragile collateral vascular network at the base of the brain developed to compensate as the blood flow decreases in the affected area 1 . Accumulating studies showed that inflammation and autoimmune responses may be involved in the development of MMD [2] [3] [4] . Currently, imbalance of two unique CD4 + T helper (Th) cell subsets, Treg and Th17 cells, has been implicated in the pathogenesis of a wide spectrum of autoimmune and inflammatory diseases 5, 6 . Moreover, different Treg subsets with distinct functions were identified recently [6] [7] [8] . For example, CD4 + CD25 + FoxP3 low CD45RA − Tregs cells also named as Fraction (Fr) III Treg potent effector-Th cells capabilities 9 . However, whether Treg/Th17 cells are involved in the pathogenic development of MMD remains to be explored.
Vascular endothelial growth factor (VEGF) plays an essential role in the formation and maintenance of moyamoya vessels in MMD patients 10 . Interestingly, Treg have been shown to promoting angiogenesis via secreting VEGFA in response to hypoxia 11 . Besides, Treg-produced transforming growth factor (TGF)-β1 could induce production of VEGF and stimulate subsequent angiogenesis 12 . Nonetheless, whether Treg/Th17 contribute to the production of VEGF and subsequent angiogenesis in development of MMD was unknown.
Therefore, we would like to investigate here whether imbalance of Treg/Th17 is associated with the course of MMD, and if so whether it contributes to abnormal angiogenesis in MMD through regulation of VEGF signaling.
Flow cytometry.
To investigate the changes of Treg and Th17 cells in MMD patients, flow cytometry was used to measure the percentage of Th17 and Treg cells. Briefly, peripheral blood mononuclear cells (PBMCs) were isolated from the fresh blood by Ficoll gradient centrifugation. For Th17 cells, the isolated PBMCs were pre-treated with phorbol 12-myristate-13-acetate (PMA, 25 ng/ml), ionomycin (50 µg/ml) and brefeldin-A(BFA, 10 µg/ml, Enzo Life Sciences, Farmingdale, USA) at 37 °C for 4 h, then were collected and surface-stained with antibodies (eBiosicence, Frankfurk, Germany) at room temperature (RT) for 15 min, followed by fixed and permeabilized with the transcription factor staining buffer set kit according to the manufacturer's protocol (eBioscience), then intracellular-stained with IL-17 antibody (eBioscience) for 30 min. Treg and its subtypes were incubated with surface antibodies at RT for 15 min. 
CD25
− fraction was defined as effector T (Teff) cells. The Treg suppressive assay was conducted as described before 15 . In brief, 5 * 10 4 carboxyfluorescein diacetate succinimidyl ester (CFSE)-labeled Teff cells (2.5 µM) per well were plated and cultured in a 24-well plate with Treg cells (Teff/Treg = 1:1) in the presence of CD3/CD28 antibodies (5 ng/ml), TGF-β (10 ng/ml) and IL-2 (100 IU/ml) for 96 h. The Teff cells were harvested and evaluated by flow cytometry. Cultured CD4 +
− cells were taken as control group. The data were analyzed using Modfit software (Verity Software House 2.0, Top-sham, ME, USA).
Statistical Analysis. All samples and standards were assayed in triplicate. We used SPSS version 19.0 (SPSS Inc, New York, USA) to perform the statistical analyses. Shapiro-Wilk test was used to measure normality of data. Normal continuous variables were presented as mean ± S.D, while non-normal continuous variables were displayed as median and quartiles. Categorical variables were presented as percentages. For normal variables, Student's t-test and one-way ANOVA were used to comparison between two groups and more than two groups, respectively. For non-normal variables, comparison between two groups and more than two groups was statistically evaluated by Mann-Whitney U-test and Kruskal-Wallis test, respectively. A multiple linear regression analysis was conducted for investigating the impact of Treg, Th17, TGF-β, IL-10 and IL-17 on the serum VEGF. Correlation of the inflammatory and angiogenic factors with the severity of MMD was evaluated by Spearman correlation coefficient (r). The predictive value of serum cytokines on the severity of MMD was tested by binary of logistic regression analysis. A P value < 0.05 was considered statistically significant.
Results
Clinical features of patients. Between Jan 2013 and Dec 2014, a total of 26 consecutive patients with MMD (10 females and 16 males), 21 patients with atherothrombotic stroke (8 females and 13 males) and 32 age-matched healthy volunteers (19 females and 13 males) as controls were enrolled into our cohort. General clinical features of control group, MMD and atherothrombotic stroke patients are summarized in Table 1 . The common initial presentations in MMD patients was ischemic stroke in our study (46.15%) followed by cerebral hemorrhage (26.92%), subarachnoid hemorrhage (23.08%) and TIA (3.85%, Table 2 ). The majority of patients were presented at Suzuki Angiographic stage 4 and 5 (53.84% and 23.08%, respectively) and 92.3% of patients had bilateral lesions. Besides, there was no significant difference in leukocyte count and C-reactive protein (CRP)-levels among MMD, atherothrombotic stroke and controls (data not shown). (Fig. 1A,B) . However, there was no difference in the ratio of Treg/Th17 among the three groups (P = 0.244, Fig. 1C ).
Increased peripheral Treg and
In Decreased suppressive function of peripheral Treg in MMD patients. Since no difference was found in the ratio of Treg/Th17, we further investigated whether suppressive function of Treg in MMD patients was altered. Interestingly, we found that the Treg from MMD patients had a lower suppressive function compared to those from control using proliferative assay (91.81 ± 0.6439 vs 85.84 ± 0.9120, P = 0.0017, Fig. 2A Fig. 2B,C) . However, the proportion of FrI Treg among total Treg was markedly decreased in MMD patients (19.17 ± 0.8452 vs 28.37 ± 2.456 among Treg, P = 0.0126). Meanwhile, no significant difference was found in the proportion of FrII Treg cells between the two groups (3.876 ± 0.5328 vs 3.269 ± 0.2573 among CD4 Increased serum expression of VEGF in MMD patients. Moreover, the serum protein expression of angiogenic factor, VEGF was significantly increased by five folds [29.060 (13.910, 63.150) vs. 7.360 (5.325, 10.035), P < 0.0001] in MMD patients compared to control, which was consistent with previous findings 16 . Intriguingly, results of the multiple linear regression analysis showed that TGF-β had a correlation with VEGF (P < 0.01, Table 3 ). (Table 4) . To investigate the predictive role of serum Treg and TGF-β for the severity of MMD, binary logistic regression analysis was used. And the results showed that the higher level of Treg could be considered as an predictive factor of (OR 3.842, 95% CI 1.093-13.505) grade 3, compared to grade 2, of MMD after adjusting TGF-β (Table 5 ). However, these factors had no relationship with onset symptoms and gender. Table 3 . The correlation of serum VEGF levels with various parameters by linear regression analysis. B, coefficients; S.E. : SEM; **P < 0.01.
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Discussion
Here, for the first time, we reported: 1) Circulating Treg and Th17 cells were higher in MMD patients than that in atherothrombotic stroke and healthy controls.
2) The dominantly expressed FrIII Treg subset in MMD patients may be responsible for the deficient suppressive function of Treg. 3) TGF-β had a positive relationship with VEGF. 4) Treg is an independent factor associated with MMD Suzuki's angiographic stage.
In the present study, the ratio of Treg/Th17 was not significantly different between MMD patients and control subjects. However, Treg from MMD patients showed deficient suppressive functions. We believed that function imbalance in Treg/Th17 may contribute to the pathophysiology of MMD, since imbalance of Treg/Th17 is involved in several human autoimmune diseases and Treg depletion can evoke autoimmunity [17] [18] [19] [20] . Suppressive function of Treg cells have been found to be defective in several other autoimmune diseases such as psoriasis 21 , type 1 diabetes mellitus (DM) 22 and multiple sclerosis (MS) 23 . Subsequently, we found that increased Tregs were enriched with FrIII Tregs. Accumulating evidence have recently shown that Treg possess high plasticity and can acquire functions of effector-like Th cells, lose their suppressive function but secrete pro-inflammatory cytokines, including IL-17 24, 25 9 , while FrIII Treg are lack of suppressive functions but possess some features of these "ex-Treg" and may be in the process of transforming into Th17 cells. Therefore, in the present study, the increased FrIII Tregs may be responsible for the decreased suppressive functions of Tregs in MMD patients.
C-reactive protein (CRP) is often used as a clinical marker of acute systemic inflammation. In this research, all blood samples of patients were collected at stable phase after stroke and the plasma concentration of CRP shows no significant difference among MMD, atherothrombotic stroke and control group (data not shown). We further found that both of the Treg/Th17 cells dominantly expressed cytokines including IL-10, TGF-β, IL-17, IL-6 and IL-23 were higher in MMD patients than controls. Moreover, IL-2, IL-4 and INF-γ, which are mainly from Th1/Th2, had no significant differences. They could mediate immune and inflammatory responses in several autoimmune diseases, including rheumatoid arthritis (RA), systemic lupus erythematosus (SLE), type 1 DM, MS, allergy, parasitosis, asthma, et al. 26, 27 . It suggests that the immune response of MMD is not completely consistent with SLE, RA, and so on. Treg/Th17-mediated autoimmune responses and inflammation may contribute to the pathogenesis of MMD.
In addition, HMGB-1, a late-acting pro-inflammatory cytokine, plays an important role and shows aberrant high level in chronic inflammatory diseases such as RA and SLE 28 . In this study, MMD patients had a higher serum level of HMGB-1 than controls, which is consistent with patients with chronic inflammatory diseases.
Consistent with previous findings, we also found that the serum level of VEGF in MMD patients was dramatically higher than controls 16, 29 . The increased level of VEGF in MMD may be subjected to upregulated levels of Treg cells and Th17 cells. Treg have been shown to secrete VEGFA in response to hypoxia, which plays a critical role in forming a VEGFA-rich microenvironment and promoting angiogenesis 11 , while IL-17 has been implicated in upregulating VEGF and promoting VEGFR expression 30, 31 . Therefore, Treg/Th17 cells may promote angiogenesis of MMD by upregulating the expression of VEGF. In addition, Treg-produced TGF-β1 can also induce production of VEGF and stimulate subsequent angiogenesis 12 . In our study, the increased TGF-β was associated with the VEGF, which indicated that TGF-β may promote the vascular endothelial cell proliferation leading to abnormal vessels hyperplasia in MMD.
However, there are several limitations in this study. First, this is a preliminary study. The sample size is small. Secondly, TGF-β is not specifically expressed by Treg cells. In our future study, we need enroll more patients. To clarify the relationship of TGF-β and VEGF or MMD stage, level of TGF-β expressed by Treg shouled be measured.
Summary
In conclusion, our research sheds new light on the involvement of Treg/Th17 cells in the pathogenesis of MMD, thereby providing a potential therapeutic target for treatment of MMD patients. A larger number of patients and control subjects should be recruited in the future studies to validate findings in this study.
